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                                                    aaagac 6 

aggtgactagaaatattaaaacaaaaacaaaaaaaaagagagagagagaaaaaggaagag 66  

aaaatacatatttcttccccttactaagctagcgaaaataaaatttaaggcaactgaaat 126 

atgcacccaatcaatgtgagacgagaccccagcatccctatctatggactccgacagtcc 186  

 M  H  P  I  N  V  R  R  D  P  S  I  P  I  Y  G  L  R  Q  S  20 start 

 

atcttattaaataccaggcttcaggactgctatgtggactcaccggctctcaccaacatc 246 

 I  L  L  N  T  R  L  Q  D  C  Y  V  D  S  P  A  L  T  N  I  40 

 

tggatggccagaacatgtgcaaagcagaacattaatgccccagcaccagctaccacttcc 306 

 W  M  A  R  T  C  A  K  Q  N  I  N  A  P  A  P  A  T  T  S  60 

 

tcttgggaagttgtaaggaacccattaattgccagttccttctccctggttaagcttgta 366 

 S  W  E  V  V  R  N  P  L  I  A  S  S  F  S  L  V  K  L  V  80   

                                                               

ctcaggcggcaactgaagaataagtgctgcccaccaccatgcaagtttggagaaggaaaa 426  

 L  R  R  Q  L  K  N  K  C  C  P  P  P  C  K  F  G  E  G  K  100 

 

ctctcgaagagattaaagcacaaggacgattcagtgatgaaagccacccagcaggccagg 486 

 L  S  K  R  L  K  H  K  D  D  S  V  M  K  A  T  Q  Q  A  R  120 

 

aaaagaaacttcatcagttccaagagcaagcagccagcagggcataggaggcctgcagga 546 

 K  R  N  F  I  S  S  K  S  K  Q  P  A  G  H  R  R  P  A  G  140 

 

ggcatcagagagagtaaagaaagttcaaaggagaaaaaactaacagtccgccaagatctt 606  

 G  I  R  E  S  K  E  S  S  K  E  K  K  L  T  V  R  Q  D  L  160 

 

gaggacagatatgctgaacatgtggctgccacccaagcgctaccccaggacagtgggaca 666 

 E  D  R  Y  A  E  H  V  A  A  T  Q  A  L  P  Q  D  S  G  T  180 

 

gcagcctggaagggccgagtgttgcttcctgaaacccaaaagagacagcagttgtcggag 726 

 A  A  W  K  G  R  V  L  L  P  E  T  Q  K  R  Q  Q  L  S  E  200 

 

gacacgctaaccatccatggtctccccacagagggttaccaggctctgtaccacgctgtg 786 

 D  T  L  T  I  H  G  L  P  T  E  G  Y  Q  A  L  Y  H  A  V  220 

 

gtggagccaatgctgtggaatccttcagggacccccaagaggtacagcctggagctgggc 846 

 V  E  P  M  L  W  N  P  S  G  T  P  K  R  Y  S  L  E  L  G  240 

 

aaggccattaaacaaaagctctgggaggctctttgcagtcagggtgccatctctgaaggt 906 

 K  A  I  K  Q  K  L  W  E  A  L  C  S  Q  G  A  I  S  E  G  260 
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gctcagagggaccggttccctggcaggaagcagccaggtgtccacgaggagcctgtactc 966 

 A  Q  R  D  R  F  P  G  R  K  Q  P  G  V  H  E  E  P  V  L  280 

 

aagaaatggcccaagttaaagagcaaaaaataggaacaagaactcatgggattagagtat 1026 stop 

 K  K  W  P  K  L  K  S  K  K  *                             290 

tctctgctagagatctgaaaaataaacacaactttgcaccttc                  1069 
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